Supplementary
. Multiple sequence alignment of domains of all GlxI proteins under study. Red and blue boxes enclose the respective Ni-and Zn-GlxI domains. The insert regions 1 and 2 specific to Zn-GlxI domains have been labeled. The description of sequence IDs and respective color codes have been given in Table 1 .
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Supplementary Figure S2 . Multiple sequence alignment of domains of Zn-GlxI proteins. The 6 aa long motif at the N terminus of the domains has been marked as the start motif. Arrows indicate sites preserved in Sphingomonas and eukaryotic GlxI indicating origin of eukaryotic ZnGlxI from Sphingomonas. The description of sequence IDs and respective color codes have been given in Table 1 . Table 1 . Figure S4 . Phylogenetic Tree of GlxI family generated using Neighbour-Joining method. Bootstrap values above 50% for 1000 bootstrap is depicted on the branches. 
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